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GENETIC DISTRIBUTION OF BLYTH'S GIANT FROG (Limnonectes blythii)

IN SOME AREAS OF MAE HONG SON PROVINCE
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ABSTRACT

Genetic diversity and structure of mountain frog (Limnonecte blythii) in Mae Hong Son district
were studied by 2 loci of microsatellite DNA (Rtemu4 and RECALQ). Collected tissue samples of
mountain frogs were collected from 4 areas in Mae Hong Son (Mae Hong Son inland fisheries station,

This study showed that genetic diversity of these populations was moderate. A number of alleles
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per locus was 3.5 and the observed heterozygosity (H,) ranged between 0.1739 - 0.4038. We also
found difference between subpopulation (Fg. = 0.0606). Genetic distance between 4 populations
from UPGMA method showed that mountain frogs in Mae Hong Son inland fisheries station,
Thai — Myanmar border and Myanmar area near by Mae Hong Son district were more similar
than mountain frogs from Pang Aung.

Key words: Genetic diversity, Limnonectes blythii, Microsatellite
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code size
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PAM Pang Aung 19°29°87”N97°53°99”E 31
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519N 3 : Population genetic parameters for L. blythii Using the two microsatellite loci

Heterozygosity F-statistics
Locus Ho He Fq F, Fg, Nm*
Rtem 14 0.6148 0.5089 -0.3055 -0.2244 0.0621 3.7750
RECALQ 0.0738 0.0721 -0.0704 -0.0167 0.0501  4.7356
Mean 0.3443 0.2905 -0.2760 -0.1986  0.0606 3.8736
SD 0.3825 0.3089
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A15137 4 : Genetic distance between population of L. blythii samples based on
microsatellite analysis at the Rtemp4 and RECALQ locus

popID PMM TMM MM PAM

PMM -
T™MM  0.0023 -

MM 0.0025 0.0045 -
PAM  0.0581 0.0593 0.0362 -

14 U
o

wnemn: PMM= aoifidszuaiiedaniauigosdon, TMM= seuau Ineg- wir, MM= 7

W11 PAM= 111394

a d
I1IUNANTIINAADI

nunaludszmalnelinnurarnnaremeiugnssvegluszauiunais Ho =
= 1 d‘ ~ U . .
0.344) TN IUURINBUNUNUYI Rana iberica 1Wilszmeanilu Ho = 0.140) (Solano
and Garcia-Paris, 2005) 1azlAANURANKAWNNNUTNIINAININY Rana  arvalis 11
4 1
Uszmauiseanaus Ho = 0.377)(Vos et al., 2001 lumsanuilnssaiialszanns Taelda
4 Y
dutlszanson Wright (1978) laldanuninevesan Fsr Tuuaazae13@eil a1 Fer iy 0-
0.05 HAAINNANVUANA NN NWUFNTIUIDE A1 Fer (MI0U 0.05-0.15 1aaaNiinnuuanag
MAUENTINIUNEN A1 Fer M 0.15-0.25 uaad110ANNUANA NN NHUTNTIUNN Loy

Y ]
A Fsgr 110091 0.25 Aull ueaenlanuuand 1 9neiugnssuuniiga 91nmsany

o Jd A = d' &Y d’ 1Y
NyasdadtluiiodIne 30 16 17U 1 Funay 2552



60

4 [
Taseadumaiugnssuvestlszmnsnunans 4 dszanns wohiianhunais Aunde Fe
LY 1 { o ua/' y [ I 1 %
AY 0.0606 Haaslszmnsnuye Mhwndnwasstiinsutteemilulszyinsdos ¥

E4 v

FLAVANVUANANNWWUFNT TNV T2HINTNUNA UNAIRININUYN Rana  iberica 1
Uszimnaanlu Fsr 111710.198 (Solano and Garcia-Paris, 2005) WagnNU Rana arvalis Tu
Uszmeninsonaus Fer (191 0.065 (Vos et al., 2001) waziionl3vuieniua Fsr UD4ATIUN
Hoplobatrachus rugulosus WUSMANISURUET Fer M1FD 0.065 (paudo, 2539) lu

= 3 dy ' v o @ .. o 1A Y A
NMIANHIATIUNUNANUTUNUTNNNUTNITNVOINUNA L. blythii nnianiianulndfes

Y
v % 1

nu aniilszuaiiateniauidosaounas meuau Ine — Wi 019wz a0l sz
1 1 [V ( o v 1 a
Tundazildoaldvomiiug lumanzgnauna L. blyii rummnlumsiaesgsisumna
a o J o @ o Y { [~
Tugseousny Jeh lddnsazmaiugnssudinnulndifestu TuvazRouanng — wiin

1< A 091 1Y @ [ o 1 '
Wudnundsineaniilszunine daniamigesdou lavnsildesgnnuna L. bivihii o

' o

& v Y Y A ~ Yq Y '
@aaﬂnﬂﬂ«mmﬂmiﬁaummay’ammumeumﬁmuﬂsxm‘lﬂiwmay’mm1miﬂaaammu

1 = 1 AlA o J 1y 1 o o Y o
n110 1 Tuuaagilniimsilasegnnuyaliesnd15,000 42 wazdalainugannmeonay

] 1< T R IS & Ao Y o o 3
]l‘V]fJ-WiJ'liJ']!ﬂuWE]LHJWHﬁ G]f\i@’lﬁ]lﬂulﬁﬂwﬁwu\iﬂﬂ'liﬂaﬂ‘l&lmgﬂ'l\iwuﬁﬂiiusllﬂﬂﬂﬂﬂuﬂﬂﬂ

a

Y Y Y
1 9 [} Y [
dowmasiiiinnulndifesin AelimsAnyinnurainalenewugnssuveInuga L.

=

o o [ 09: 4 4 oszl J
biythii Tulszmainedaddgimsinpios duiuie 14 lddeyanauysel Tumsanyiased

k1)

b4 ]
=S =

Yy A = A A Yo ' 7 A
ﬂ%ﬂ’EN?JﬂTiﬁﬂ‘HHWlIlﬁﬂiﬂﬂi%@nllﬁu\ﬂﬂiﬂﬂl%‘ﬂLﬂﬁ]’lﬂ‘ﬂﬂ'lﬂ"llulW@ﬂigmuﬂﬂ'lllﬂﬁ'lﬂﬁfﬂﬂ

qul 9 P 1 A adg A
‘i’mm%mﬂ%ﬁﬂmmmwa1ﬂwmﬂumu%ﬂﬂ@ﬂaumaamama LWE]@?]’]'ISJ“ViﬁWﬂWﬁ'IEJ

' Y
melunguilszannidnaie

pafanssulszma

YOV UAWUNUYANHYUNITINGNINANINIUANENTIUNITIDeLHINA 5231 2551

Y a
GHLERPRENGN

a @ N4 @ o
maude gassasnyg. 2539, Tnseadnazanuiunlsmeiugnssuvetlszynsnuu (Rana
rugulosa) 11 7 3an3aveaszmna’lned 1035 Starch Gel Electrophoresis Technique.
a a d a 1% J
InendinusiSayanIn. unINNGUINEATAAT. NTANN.

v
v A wv A

a2 Jd o a Jd o J 4 L4
t{gﬁﬁ USenuun nuwa DATNNT W BYTY LY IUNTADI $52550 HGI‘IJ§$WL!‘]§‘ DITUU TANUNEG NI
=1

@ a A Aawv a 4 J ao 4
Llfa]}’J AMUAATUN I T 3 1591 ANNHY.  2529. ﬁ?ﬂ\iﬁll‘lfﬂi?‘ﬂﬂﬁﬂﬂ NIANHYI

A a ~ A g o o ~ Y}
°]5’J’J‘I/]ﬂ1"l]’0xiﬂ‘]Jﬂ"L6U'l (LGUEJ@]L!,@’J) N E]!ﬂulLu’JﬂNiuﬂﬁ@lﬁﬂ‘l&l‘W“L!‘Iz. !i’]ﬂﬁﬁiﬁ!‘l—!ﬂ') 93 .

o Jd A = d' &Y d’ 1Y
NyasdadtluiiodIne 30 16 17U 1 Funay 2552



61

Jiwyam, W., champasri, T. and Juntana, J. 2005. A study on DNA fingerprint of some thai native
frogs using RAPD technique. Kku Research Journal. 100 —105.

Sambrook, J., Fritsch, E. F. and Maniatis, T. 1989.Molecular Cloning: A Laboratory
Manual2™ ed. Cold Spring Harber Raboratory Press.

Sambrook, J. and Russel, D.W. 2001. Molecular Cloning: A Laboratory Manual 3" ed. Cold
Spring Harber Raboratory Press.

Solano, I.R. and Garcia-Paris, M. 2005. The impact of historical and recent factors on genetic
variability in a mountain frog: the case of Rana iberica (Anura: Ranidae). Animal
Conservation.§ : 431-441.

Taylor, E.H. 1962. The Amphibian Fauna of Thailand. Science Bulletin Vol. XLIll No.8. The
University of Kansas.

Vos, C.C., Antonisse-de-Jong, A.G., Goedhart, P.W. and Smulders, M.J.M. 2001.Genetic
similarity as a measure for connectivity between fragmented populations of the moor
frog (Rana arvalis). Heredity 86: 598-608.

Wright, S. 1978. Evolution and the Genetics of Populations. Vol. 4: Variability within and
among natural populations. Chicago: University of Chicago Press.

Yeh, F.C., R.C. Yang and T. Boyle. 1999. POPGENE version 1.31. Microsoft window-based
software for population genetics analysis, University of Alberta and Centre for

International Forestry Research, Alberta, Canada

o Jd A = d' &Y d’ 1Y
NyasdadtluiiodIne 30 16 17U 1 Funay 2552



