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ABSTRACT

The study of “Evaluation of site-clones matching of Teak (7ectona grandis L.f.) in
Thailand” was conducted in 16-year-old Teak clonal test plots located in 3 regions including
1) Northern region at Kamphaeng Phet Silvicultural research station, Kamphaeng Phet province
2) Western region at Thong Pha Phum Silvicultural research station, Kanchanaburi province and
3) Southern region at Sonhkla Silvicultural research station, Sonhkla province. Suitable clones
were selected by using genetic gain value, which were calculated from DBH data of each plantation
site. Afterward, 10 clones per site were selected i.e. Western region; number 336, 335, 265, 324,
273,160, 271, 267, 89, 333, Northern region; 120, 245, 282, 116, 327, 83, 129, 290, 146, 158,
Southern region; 246, 36, 119, 336, 292, 345,91, 159, 27, 130, respectively. Data evaluation by
using GIS technique classified teak site suitability into 5 classes mostly classified in good and
moderate site classes with 89.66 and 25.0 m rai, respectively. Total area of teak suitable site was
117.88 m rai. Moreover, the results indicated that environmental factors affected to teak growth,
similar number of clone expressed absolutely difference results of tree size when growing in
difference sites. Therefore, appropriated clonal-site matching should be concern from plantation

Oowners.
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Table 1 Diameter and genetic gain of difference clones in various sites of plantation.
KPP TPP SK
Clone DBH" Group Gen.e tic Clone DBH™ Gen.e tic Clone DBH" group G;:ie;ic

120 22.23 a 11.71 336 26.33 6.22 246 18.96 a 29.10
245 22.04 a 11.20 335 25.08 5.18 36 18.33 ab 26.61
282 21.29 ab 9.25 265 24.57 4.75 119 16.86 abc 20.86
116 21.25 ab 9.14 324 23.88 4.17 336 16.60 abced 19.84
327 20.89 ab 8.20 273 23.19 3.60 292 16.37  abcde 18.92
83 20.80 ab 7.95 160 23.18 3.59 345 16.34  abcde 18.82
129 20.69 ab 7.68 271 23.12 3.54 91 16.31  abcde 18.71
290 20.64 ab 7.53 267 22.96 3.41 159 16.24  abcdef 18.43
146 20.58 ab 7.37 89 22.91 3.37 27 16.15 abcdef 18.07
158 20.47 abc 7.09 333 22.89 3.35 130 16.05 abcdef 17.70

Remark: Group via Duncan’s multiple ranged test, sig. at p< 0.05
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Table 2 Site suitability classification for teak plantation in Thailand.

Class Annual rainfall (mm.) AMSL. (mm.) Site suitability
1 1,200-1,800 200-700 very good
2 1,200-1,800 0--200 good
3 < 1,200 0-700 moderate
4 > 1,800 100-700 poor
5 > 1,800 0-100 very poor




M5A15IUAAAT 36 (2) : 24-34 (2560)

31

o 200000 400000 600000 800000 1000000 1200000 1400000
% 1 1 1 1 1 1 L 1 %
f
7 Site suitability classes
; fass 1 vary good
| class 2 good
H | ¥
g8 2
2] . Kilometers [ 3
;Eﬂ 625125 250 375
T T T T T T T T
o 200000 400000 600000 B00000 1000000 1200000 1400000

Figure 1 Site suitability map of teak plantation in Thailand.
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Table 3 Area and site suitability for teak clones matching in Thailand.

Class Area (rai) Site suitability Site-clone matching
| 4383 very good 336, 335, 2;65%’382;1’, 323733 160, 271,
2 89.655.931 good 336, 335, 22629,353,’ ;;; 160, 271,
3 24,990,601 noderate 120, 245, 22985: l1 i66,’ 135222 83, 129,
4 3,220,318 poor 246, 36, 119, 3;76’, 12393, 345,91, 159,
5 4,783 very poor 246, 36, 119, 323’?: 12393, 345,91, 159,
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