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DNA FINGERPRINTING: GENETIC EVIDENCE
FOR IDENTIFICATION OF HERBAL DRUGS

Suchada Sukrong

Abstract

It is not uncommon to find that a given material has been called several different
names and that several different herbal drugs share a name. It is essential to establish a
properly identification system for plants, herbal drugs, or crude drugs. Since the identification
based on genotype is not influenced by growth stage and environmental conditions of plants,
it provides DNA fingerprint a promising alternative to conventional methods by phenotype.
According to this technique, DNA was conducted using a molecular analysis based on
polymerase chain reaction, hybridization or sequencing techniques. To this end, the DNA
fingerprint has begun implementing standard for quality assurance of herbal drugs,
particularly for those that are derived from endangered species, with high market value or

intimated with adulterants.

Key words: DNA fingerprinting, identification, herbal drugs, crude drugs, polymerase chain

reaction
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1. Polymerase chain reaction (PCR) - based methods
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1.2 PCR-RFLP (PCR - Restriction Fragment Length Polymorphism)
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1.3 AFLP (Amplified Fragment Length Polymorphism)
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1.4 SSR (Simple Sequence Repeat; Minisatellites, Microsatellites)
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1.5 PCR based methods 51
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2. Hybridization based methods
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RFLP (Restriction Fragment Length Polymorphism)"’
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3. Sequencing based methods
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setigerum, Lane M: molecular marker
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